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Refine your search iInformation based on text
Recommended Name: | | cont ~] mining methOdS.
EC Mumber: | | |cnntains
PubMed ID: 4 | | [ contains
Title of Publication: | | |c':lr1tains
Category: &1 | Leontans_~] Enter the disease-
Confidence Level: | | |= ~| related term
search

[ Diseases and/or Diagnostics which are related to enzyme classes

Flease choose one of the four different Confidence Lewvels:
Confidence Level 1: Precision > T5%, Accuracy = 70%
Confidence Level 2: Precision > 77%, Accuracy = T0%
Confidence Level 3: Precision > 85%, Accuracy = 80%
Confidence Level 4: Precision > 5%, Accuracy = 80%

DRENDA (Disease Related ENzyme information DAtabase) [1]

DRENDA is a new supplement to BRENDA providing disease-related enzyme information on the absence or malfunction of enzymes which have a major
influence on the metabolism, regulation, and immunity efc. causing severe diseases. The development of DRENDA focuses on the automatic search of
enzyme-disease relations from fitles and abstracts of the PubMed database [2] and its classification. This approach is based on a text-mining method,
supported by:

» BRENDA vocabularies (~100 000 items)

* EC numbers

» Enzyme names (including synonyms)

* MeSH terms for diseases and metabolic diorders from the NCBI database (~23 500 terms)

This approach resulted in 0.9 million enzyme-disease combinations extracted from the literature. Further on the enzyme-disease relations are classified into
four categories using machine learning methods via Support Vector Machines [3]:

= causal interaction: if the absence or the malfuction of an enzyme causes a disease

T 1 T o T o T T T T T
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g [ 2.7.11.24 Lyme 15893422 [Pathogenesis of Lyme neuroborreliosis: mitogen-activated protein kinases Erk1, causal 4
Meuroborreliosis Erk2, and p38 in the response of astrocytes to Borrelia burgdorferi lipoproteins. interaction
=0 fh2.7.11.24 Lyme 15893422 |Pathogenesis of Lyme neuroborreliosis: mitogen-activated protein kinases Erk1, therapeutic 2
Meuroborreliosis Erk2, and p38 in the response of astrocytes to Borrelia burgdorfen lipoproteins. application
& B 271124 Lyme 15893422 |Pathogenesis of Lyme neuroborreliosis: mitogen-activated protein kinases Erk1, unassigned 0
Meuroborreliosis Erk2. and p3§ in the response of astrocytes to Borrelia burgdorferi lipoproteins.
i 3131 Lyme 25968441 |Co-administration of ?-lipoic acid and glutathione is associated with no significant | causal 1
Meuroborreliosis changes in serum bilirubin, alkaline phosphatase or ?-glutamyliranspeptidase interaction
levels during the treatment of neuroborreliosis with intravenous ceftriaxone.
B [ 31341 Lyme 25968441 |Co-administration of ?-lipoic acid and glutathione is associated with no significant | diagnostic 1
Meuroborreliosis changes in serum bilirubin, alkaline phosphatase or ?-glutamyltranspeptidase usage
levels during the treatment of neuroborreliosis with intravenous ceftriaxone.
iy 3 3131 Lyme 25968441 |Co-administration of ?-lipoic acid and glutathione is associated with no significant  |[therapeutic 2

Meuroborreliosis changes in serum bilirubin, alkaline phosphatase or ?-glutamyltranspeptidase application
levels during the treatment of neuroborreliosis with intravenous ceftriaxone.

8 (B 3.1.31 Lyme 25968441 |Co-administration of ?-lipoic acid and glutathione is associated with no significant | ongoing 3



