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BRENDA Tutorial
EnzymeDetector



EnzymeDetector

• comparative and integrative approach for enzyme
function annotations
• integration of manually annotated and text mining
data from BRENDA, UniProt, KEGG, PATRIC and 
RefSeq
• completed with predictions from BLAST and BrEPS
enzyme pattern recognitions



https://ed.brenda-enzymes.org/

• more than 15 million predictions for
eukaryote genomes

• More than 20 million predictions for
bacterial and archaeal genomes

https://ed.brenda-enzymes.org/


You can either search an 
organism or an enzyme



Enter a search term and select the
organism of interest.



On the result page you find 

• taxonomic information, 
including the Tax ID linked to
NCBI Taxonomy



On the result page you find

• the number of predicted
proteins (isoforms)

• Links to BRENDA



On the result page you find 

• Histogram showing the
distribution of the confidence
scores
➢ with a value above 0.78



The confidence score is
• an indicator for the quality of an enzyme annotation
• calculated from the sum of the weighted domain-specific

reliability of a source
• based on the comparison with manually annotated data
• the default score is above 0.78, but you can adapt the score to

your needs



On the result page you can

click on „Customize confidence“ 
to adapt the confidence scores to
your need…
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Change the confidence scores
and download the resulting
annotation table



On the result page you find 

• a list of annotated enzymes



On the result page you find 

• the number of predictions
➢ in total
➢ filtered
➢ unique genes



On the result page you find 

• a list of annotated enzymes with
➢ UniProt-ID
➢ locus tags
➢ synonyms
➢ EC numbers
➢ confidence score
➢ KEGG
➢ RefSeq
➢ SwissProt / TrEMBL
➢ BRENDA
➢ BLAST e-values
➢ BrEPS
➢ enzyme names



On the result page you find 

• Entries based on manually or
text mining data, not based
on sequences (NSB)



On the result page you find 

• some statistics on
➢ the number of genes with predicted

enzyme functions
➢ the number of distinct EC numbers
➢ the number of entries of all used

data resources



On the result page you find 

• pathway information of the
predicted enzyme functions

• You can choose between
BRENDA and MetaCyc
Pathways

• the predicted (grey) and 
unpredicted (red) enzymes are
directly linked to the Enzyme 
Summary Pages in BRENDA



On the result page you can

• compare the number of
predicted enzyme annotations
with other organisms



On the result page you can

• compare the number of
predicted enzyme annotations
with other organisms



At the bottom of the result pages
you can download the entries as
*.csv or *.json file


